Experimental Procedures
Hox genes were identified and clones were extended by using techniques described elsewhere [4, 21], with additional degenerate primer sets used to allow for divergent nematode homeodomains and the inclusion of a subtractive PCR screening approach of a large number of cloned inserts used to allow the identification of rare inserts (see the Supplementary Material for details). PCR from B. malayi genomic DNA was used to investigate the organization of the Bm-ant-1 and Bm-egl-5 genes. Characteristic residue and phylogenetic analyses (using PAUP*4.0b10 [27] 
